For H vs L, the upregulated genes in H are shown in (E), however no enrichments were found for upregulated genes in L. The blue color indicate the upregulated conditions have a lower temperature to the compared condition and the red color indicate the upregulated conditions have a higher temperature to the compared condition. ATPET, ATP synthesis coupled electron transport; BP, biosynthetic process; C, chloroplast; CATP, catabolic process; Cel, cellular; CITMP, citrate metabolic process; CIT-SYN, citrate (SI)-synthase activity; CRP, cellular respiration; Cy, cytosolic; DR,defense response; EDOO, energy derivation by oxdiation of organic compounds; ENV, envelope; ETC, electron transport chain; GPME, generation of precursor metabolites and energy; INT, intracellular; LRS, large ribosomal subunit; MEM, membrane; ND, NADH dehydrogenase; NMBP, nucleoside monophosphate biosynthetic process; O, organelle; OADRSD, oxidoreductase activity, acting on dphenols and related substances as donors; OSC, organelle subcompartmnet; P, plastid; PRPMPBC, positie regulation of protein maturation by peptide bond cleavage; Q, quinone; R, ribosome; RS, ribosomal subunit; SAM-DMETH, S-adenosylmethionine-dependent methyltransferase activty; SCoR, structural constituent of ribosome; SMA, structural molecule activity; TCA, tricarboxylic acid; TR-ACYL-AlKYL, transferase activity, transferring acyl groups, acyl groups converted into alkyl on transfer; UQ, ubiquinone; Supplemental Figure S4 . The relative fold change level of RNA-Seq and qRT-PCR. The log 2 fold change is shown in black bar and the C T value of qRT-PCR is shown in grey bar for (a) low temperature vs mid temperature (LM) and (b) mid temperature vs high temperature.
Supplemental Figure S5 . Measurement of the dissolved oxygen level in varying temperature conditions. 
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